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the map). and the correspondlng proc
idor PID (value in the map). The me
must suitably process the given tidpid
map and print all processes with at least n
(i.e., >= n) threads. For example, given the
adjacent map and n==2, the printMTprocs
method should generate the adjacent

example output. Note: This method does

not require multithreading.

// Assume all the necessary headers are included
using namespace std;
// Add global variables as needed

using IntIntMap = std: :unordered_map<int, int>;

T Implement the method below
‘void printMTprocs(const IntIntMap& t1dP1d const 1

nt n) \{
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using namespace std;
_using IntVec = std: :vector<int>;
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| // Process each en

// Forward declaration for a helper meth&d
int process(int num);

// Add any global variables and methods as needed

try to produce corresponding resulir
void compute(const IntVec& nums, IntVec& result,»int~k} .

result.clear(); // Remove any existing data

for (auto i : nums) { ‘
result.push_back(process(1));
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The fO"OWiﬂg isGoodvaceine method
use any shared data) to detect if a vaccine
virus. Currently, it is running very slowly. Suital

using namespace std;
// ‘Add global variables as needed

// Prototype declaration for the 3 complex algoritl;\lﬁs‘

bool isSameEpitope(const std::string& strain);

bool isSimilarSeq(const std::string& strain);
bool isEquProtien(const std::string& strain);

// Multithread the following method to make it run faster'”"

bool isGoodVaccine(const std::string& v1r'us) {
return isSameEpitope(virus) || 1sSlmllarSeq(v1rus) Il

isEquProtien(virus); . o





