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1 #Importing data into R

2 cancer_data <- read.csv(file.choose(), header - T)
3

4 #view data

5 head(cancer_data)

5

7 #extracting columns

8

9 ## Cancer and BWI labeling them as "g"

10 g < cancer_datalc("cancer”,"bmi")]

11

12 #view object

13 head(g)

14

15 # defining variables

16 ##1. cancer

17 cancer <- gscancer

18

19 ##2. overweight

20 overweight <- ifelse(gsbmi>=25,1,0)

2

22 # Check whether variables have been organized into binary data
23 table(overweight)

2

25 table(cancer)

26

27 # null hypothesis: No association between overweight and cancer
28 # alternative: There is an association between overweight and cancer
29

30 #chi_square test with 5% level of significance

31

32 [hisq. test(x-overweight,y-cancer , correct=)

33
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- chisg. test (x-overweight,
ror in is.data.frame(x)

ancer, correct=F)
object *overweight’ not found





